Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.010 Å; R factor = 0.052; wR factor = 0.136; data-to-parameter ratio = 15.2.
Related literature
For the biological activities and synthesis of pyrazolin-1carbothioamides, see: Abdel-Wahab et al. (2012); Lv et al. (2011) . For a related structure, see: Abdel-Wahab et al. (2013) . Table 1 Hydrogen-bond geometry (Å , ) .
Experimental
Cg1 is the centroid of the C13-C18 benzene ring. Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
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Comment
Pyrazolin-1-carbothioamide derivatives are known to possess biological activity (Abdel-Wahab et al., 2012; Lv et al., 2011) and in connection of on-going studies in this area, the title compound(I) was characterized.
In (I), the pyrazolyl ring is planar with a r.m.s. deviation of 0.043 Å; maximum deviations: 0.035 (7) Table 1 . These stack in the crystal structure with no specific interactions between them, Fig. 3 .
Experimental
The title compound was prepared according to the reported method (Lv et al., 2011) . Yellow crystals were obtained from its ethanol solution by slow evaporation at room temperature.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H = 0.93 to 0.98 Å) and were included in the refinement in the riding model approximation, with U iso (H) = 1.2U equiv (C).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). supplementary materials sup-2 Acta Cryst. (2013) . E69, o735
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 35% probability level.
Figure 2
A view of the supramolecular chain along the b axis in (I) sustained by C-H···S and C-Br···.π interactions, shown as orange and purple dashed lines, respectively. supplementary materials sup-3 Acta Cryst. (2013) . E69, o735
Figure 3
A view of the crystal packing in projection down the b axis. One supramolecular chain has been highlighted in spacefilling mode. The C-H···S and C-Br···.π interactions are shown as orange and purple dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[3-(4-Bromophenyl)-5-(4-fluorophenyl)-4,5-dihydro-1H-pyrazol-1-yl]-4-phenyl-1,3-thiazole

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 0.80996 (5) 0.5031 (2) 
Geometric parameters (Å, º)
Br1-C22 1.897 (6) C10-C11 1.360 (10) S1-C3 1.719 (7) C10-H10 0.9300 S1-C1 1.720 (6) C11-C12 1.388 (9) N1-C3 1.295 (7) C11-H11 0.9300 N1-C2 1.411 (7) C12-H12 0.9300 N3-C6 1.290 (8) C13-C18 1.384 (9) N3-N2 1.373 (6) C13-C14 1.386 (8) F1-C16 1.365 (7) C14-C15 1.395 (8) N2-C3 1.378 (7) C14-H14 0.9300 N2-C4 1.483 (8) C15-C16 1.344 (9) C1-C2 1.357 (8) C15-H15 0.9300 C1-H1 0.9300 C16-C17 1.364 (10) C2-C7 1.464 (8) C17-C18 1.382 (8) C4-C13 1.508 (7) C17-H17 0.9300 C4-C5 1.531 (8) C18-H18 0.9300 C4-H4 0.9800 C19-C24 1.388 (10) C5-C6 1.493 (8) C19-C20 1.383 (9) C5-H5A 0.9700 C20-C21 1.377 (9) C5-H5B 0.9700 C20-H20 0.9300 C6-C19 1.472 (9) C21-C22 1.361 (10) C7-C12 1.392 (8) C21-H21 0.9300 C7-C8 1.392 (10) C22-C23 1.379 (11) C8-C9 1.377 (9) C23-C24 1.394 (8) C8-H8 0.9300 C23-H23 0.9300 C9-C10 1.358 (10) C24-H24 0.9300 C9-H9 0.9300 C3-S1-C1 87.6 (3) C10-C11-C12 119.5 (8) C3-N1-C2 108.7 (5) C10-C11-H11 120.3 C6-N3-N2 108.5 (6) C12-C11-H11 120.3 N3-N2-C3 118.9 (5) C11-C12-C7 122.1 (7) N3-N2-C4 113.8 (5) C11-C12-H12 118.9 C3-N2-C4 124.1 (6) C7-C12-H12 118.9 C2-C1-S1 111.7 (5) C18-C13-C14 119.2 (5)
